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<210> 1 
<211> 23 
<212> DNA 

<213> Human herpesvirus 
<400> 1 

agcggtacct gtaaaatcat cca 23 



<210> 2 
<211> 20 
<212> DNA 

<213> Human herpesvirus 
<400> 2 

aacagaaacg ccacctcgat 20 



<210> 3 
<211> 30 
<212> DNA 

<213> Human herpesvirus 
<400> 3 

accagtgaga acatcgctct aactggatca 30 



<210> 4 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Calibrator 
modified region 



<400> 4 

taagccctga ccgcacgggt ataatactaa 
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<210> 5 
<211> 19 
<212> DNA 

<213> Human herpesvirus 
<400> 5 

gtccagacga tatgtgcgc 19 



<210> 6 
<211> 19 
<212> DNA 

<213> Human herpesvirus 



<210> 7 
<211> 30 
<212> DNA 

<213> Human herpesvirus 
<400> 7 

cattggtggt atatagatca agttccgcca 3 0 



<210> 8 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Calibrator 
modified region 



<210> 9 
<211> 18 
<212> DNA 

<213> Human immunodeficiency virus 
<400> 9 

tactgacgct ctcgcacc 18 



<210> 10 
<211> 17 
<212> DNA 

<213> Human immunodeficiency virus 



<400> 6 

actccaaaat atcggccgg 



19 



<400> 8 

actattccat gcggaattcg agcatagttg 



30 



<400> 10 

tctcgacgca ggactcg 



17 



<210> 11 
<211> 30 
<212> DNA 

<213> Human immunodeficiency virus 
<400> 11 

atctctctcc ttctagcctc cgctagtcaa 



<210> 12 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Calibrator 
modified region 

<400> 12 

actctcagcg gcattctcct cacttctact 



<210> 13 
<211> 21 
<212> DNA 

<213> Cauliflower mosaic virus 
<400> 13 

gtcttgcgaa ggatagtggg a 



<210> 14 
<211> 21 
<212> DNA 

<213> Cauliflower mosaic virus 
<400> 14 

cacgtcttca aagcaagtgg a 



<210> 15 
<211> 27 
<212> DNA 

<213> Cauliflower mosaic virus 
<400> 15 

tgcgtcatcc cttacgtcag tggagat ' 



<210> 16 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Calibrator 
modified region 
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<400> 16 

atcgctacat gctaggcatc tgtgtgc 



<210> 17 
<211> 19 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 17 

aggaggagtg gcgctgatg 

<210> 18 
<211> 17 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 18 

actcggcgag agctgcc 



<210> 19 
<211> 22 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 19 

acgaggagtc gctggccgat cc 

<210> 20 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
modified region 

<400> 20 

tccagcgtca ggcgtaggca gc 

<210> 21 
<211> 17 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 21 

aggcgaaccc tgcccag 

<210> 22 
<211> 17 
<212> DNA 

<213> Mycobacterium tuberculosis 
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<400> 22 

gatcgctgat ccggcca 17 



<210> 23 
<211> 30 
<212> DNA 

<213> Mycobacterium tuberculosis 
<400> 23 

tcgacacata ggtgaggtct gctacccaca 30 



<210> 24 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Calibrator 
modified region 

<400> 24 

actacgacta cggctgcgat cgacatcgat 30 



<210> 25 
<211> 22 
<212> DNA 

<213> Human herpesvirus 
<400> 25 

caaagccaaa ttatccagag eg 22 



<210> 26 
<211> 21 
<212> DNA 

<213> Human herpesvirus 
<400> 26 

cgctaggttg aggatgatcg a 21 



<210> 27 
<211> 25 
<212> DNA 

<213> Human herpesvirus 
<400> 27 

caccagacgt cacacccgaa ggaat 25 



<210> 28 

<211> 25 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Description of Artificial Sequence: Calibrator 
modified region 

<400> 28 

tacgcaacgc caacagacct agcga 



<210> 29 
<211> 22 
<212> DNA 

<213> Human herpesvirus 
<400> 29 

ccggaaaccg aacattactg aa 



<210> 30 
<211> 21 
<212> DNA 

<213> Human herpesvirus 
<400> 30 

ttacgtgagg atgatcgagg c 



<210> 31 
<211> 25 
<212> DNA 

<213> Human herpesvirus 



<400> 31 

tacgcaacgc caacagacct agcga 



